ObwectBo ¢ OrpaHHYeHHOIT OTBETCTBEHHOCTbIO
Hayuno — IpOM3BOACTBeHHAn Gupma “Uccaenobarennckmii me’rp”
Pocens, 630559, Hosocu6upckas o0Js1acTh, Hosocu6upcknii paiion,
p.n. Kosisnogo, HAYYHO-NPOM3BOACTBEeHHAs 30ma, kopnyc 200, opuc 426
] IMouToBmIii ajapec: 630559, HosocnGupcekan obJacts, p.m. Koabnogo, a/a 247
Tenedon / pake; (383) 336-71-32, 336-52-65, 325-30-73 — OT/Ie] MPOAAK,
(383) 336-52-72 — GyxranTepus, (383) 325-30-07 - MJT

KauecrBennoe YAOCTOBepeHHe
Ne 1218 ot 16 anpeus 2021 r.

Buocentun SPA B TyGe (reqik KoeMeTHuecknii A1 Tena ¢ KapaaMmoHom)/60mn;renn#1
1. KocMetuuecknii resn: Buocenruy,

2. ®opma BBINYCKa: rens, Tyba, Macca HeTTo 60 I

3. Homep cepun: 030421,

4. Odsem MAPTHH, NPEALSIBASEMOIl Ha HCNbLITANHS: 115 .
5. Mecro ot6opa; LT,

6. Nara ot6opa: 12.04.2021.

7. JaTa nocrynsienns g WIBTK: 12.04.2021,

Konuuecrgso MocTynuBIuux 06pasuos: 10 06pasuos o 60 T
. Kem oTo6pana npo6a: JabopaHT-MuKkpoGuoor OB, Turoga.
0. U3Bewenue o: 12.04.2021,

m Haumenosanue nokazarens Hopma no HTJ] Pesynbrar ucnbrranmii —!
n/m
1 BHewnuii g XKeneobpaznrrii NPOAYKT Genoro useta CootBercTByer
2 3amax, Bkyc Co cnetnduyecknm sanaxom CootBercTRyeT
KapJaMoHa
3 OnnoponHoCTE [lomkHa GbiTh 01HOPOAHON Cooteerctpyer
4 Bonopoasslit nokasatens 8+0,5 1.5
5 AHTaroHHCTHYECKAS AKTHBHOCTS K
TECT-KYIbTYPaM (30Ha YTHeTeHH s
pocTa, MM)
Staphylococcus aureus - 209; He menee 8 12
Candida albicans - 620 He Menee 6 10
6 IMomnunHOCTE JOJKHBI IpHCYTCTBOBATS GaxTepun CootBetcTByer
Bacillus amyloliquefaciens mramma

BKIIM B-10642 u Bacillus
amyloliquefaciens mramma BKIIM B-

10643
7 Mukpo6uonoruueckas uncrora

(Hamm4me B 1 1 npenapara):
Enterobacteriaceae; He nomyckaercs CootserctByer
Pseudomonas aeruginosa; He nonyckaercs CootBerctryer
Staphylococcus aureus; He nonyckaercs CootBetcTRyer
TIOCTOPOHHHX MHKPOOPIaHH3MOB,

L B T.4. H I'pHOOB, TLIC/T He Golee 300,0 CootsercTByer 4‘

Hupexrop

3aB. MIBTK




